Estimated GFR
The original article on estimated GFR by Lamb et al. 1 dealt with a very important and topical issue. However, we feel that the statistical and graphical methods employed signi¢cantly take from the important message of this work.
Unsurprisingly, the four creatinine data-sets had a non-Gaussian distribution, as should ideally be the case in method comparison studies. 2 For some unexplained reason, the authors then proceeded to log transform the data to produce a normal distribution. To the best of our knowledge, the only requirement before performing regression analysis is that the data exhibit a linear relationship. As a result, the regression data in Table 2 are meaningless as very few people can appreciate the signi¢cance of a slope or intercept that has been log transformed. Furthermore, the authors do not describe which version of linear regression was employed and, accordingly, we are unaware of whether the regression method used took into account any variation in the x-axis or not. When Bland and Altman described their di¡erence plot, 3 they made it clear that the data needed to exhibit a normal distribution before standard deviations (SDs) can be calculated. However, it is very clear from the second and third parts of Figure 1 that the data are not normally distributed and, accordingly, the related SD cut-o¡s in Figure 1 and the con¢dence intervals in Table 2 are not valid. The correct di¡erence plot that should have been employed is the relative (also called percentage) di¡erence plot, as there is clearly an element of a proportional bias in the respective data.
To assess the signi¢cance of bias compared to the ID-MS method, the Wilcoxon's matched-pairs signedranks test was employed. This only compares the di¡erence between the medians 4 and, as a result, it is not surprising that the P-value for the bias with the Ja¡e method was not signi¢cant, as there appears to be no signi¢cant di¡erence at the median concentration. However, it is clear from Figure 1 that at low and high concentrations there is a bias of the order of 10 mmol/L. If a relative di¡erence plot and non-log-transformed Deming or Passing & Bablok were employed, we believe that the problems with the Ja¡e method may have been signi¢cant.
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